Homology in the 3'-terminal regions of different barley stripe mosaic virus RNA species.
Preparations of [3H]DNA complementary to the individual species of barley stripe mosaic virus (BSMV) RNA (cDNA) about 1000 nucleotides long were obtained using avian myeloblastosis virus reverse transcriptase and oligo(dT)10 primer. These cDNAs were used in kinetic hybridization experiments to study the sequence homology between the 3'-terminal regions (not including 150-200 nucleotides adjacent to the 3'-end) of individual BSMV RNA species. These regions in RNA 2 and 3 are highly homologous and have no sequences in common with the respective region in RNA 1.